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Elasticity Analysis

The system of equations (7)-(14) can be written as

N(t + 1) = A (θ, n(t), B(t), C(t))N(t) +Bn(t),

n(t+ 1) = U (θ,N(t), n(t), C(t))n(t) + S,

C(t+ 1) = c (θ, n(t), C(t)) ,

B(t+ 1) = b (θ,N(t), n(t), B(t)) ,

(1)
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where H = ν exp
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∗

t
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+ a exp
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[
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∗
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exp(−h2Ct),

c (θ, n(t), C(t)) = f(Tt)T
∗

t [1− exp(−h2Ct)] + (1− µC)Ct,

b (θ,N(t), n(t), B(t)) = g(Tt)Vt [1− exp(−h1Bt)] + (1− µB)Bt,
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θ =
(

h h1 h2 µT ∗ χ ψ

)

, B(t) = Bt, C(t) = Ct, and S =
(

ST 0
)

′

Taking the

differentials of the first equation of (1) we have

dN(t+ 1) = (dA)N(t) + A(dN(t)) +Bdn(t) + (dB)n(t), (2)

where A (θ, n(t), B(t), C(t)) = A. Multiplying the first entry on the right hand side of

equation (2) by a 4× 4 identity matrix I, respectively, we have

dN(t + 1) = I(dA)N(t) + A(dN(t)) +Bdn(t). (3)

Applying the vec operator to (3) we have

dN(t + 1) = (N(t)′ ⊗ I) dvecA+ AdN(t) (4)

+Bdn(t),
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)

(5)

+ (N(t)′ ⊗ I)
∂vecA

∂B(t)
dB(t) + AdN(t) +Bdn(t).

Multiplying the right hand side of equation (5) by the identity dθ
dθ′

we get
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by the First identification theorem which states that if dy = Qdx then dy

dx
= Q we have,
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Performing the same operations on the second equation of (1) we have,
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It can easily be shown that
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Given initial conditions, we can recursively compute N(t), B(t), C(t), n(t), dN(t)
dθ′

, dB(t)
dθ′

, dC(t)
dθ′

and dn(t)
dθ′

. The mature virus population is given by weighted sum of stage densities as

V (t) = e′4N(t),

where e4 is column vector with a one on the fourth position and zeros everywhere. The

sensitivity of the virus population to the vector of parameters is then given by

dV (t)

dθ′
= e′4

dN(t)

dθ′
.

Proportional changes known as elasticities are used to compare the parameter sensitivities.

The elasticity of the virus population V (t) to the parameter vector θ is given by

θ

V (t)

dV (t)

dθ′
.

Negative binomial distribution method to estimate transition prob-

abilities

To calculate the proportion that goes to the virus stage and the proportion that remains

in the provirus stage, we divide the provirus stage into K identical pseudo stages and let

the probability of moving to the next stage in each of the pseudo stages be γ. The time τ

required for the provirus to pass through all the K stages is the time required for the Kth

success in a series of identical Bernoulli trials with probability of success γ. This time has

a negative Binomial distribution with mean τ = K
γ

and variance K(1−γ)
γ2 . The number of

pseudo stages and their common transition probabilities are calculated from the mean and

variance as;

γ =
τ̄

var(τ) + τ̄
, (6)

K =
τ̄ 2

var(τ) + τ̄
. (7)

HIV has a life cycle of one to two days [1, 2]. The early steps of HIV replication (from

entry of the virus to integration) takes one day [3]. The average duration of the provirus

stage is computed as 13.6 hours with a variance of 94.8 hours. With these values and using

expressions (6) and (7), γ = 0.1263 and K = 2. Thus one pseudo provirus stage is added to

the model and is represented by Q. The transition probability within the pseudo provirus

stages and between the provirus stage and the mature virus stage, is then computed as

θ2 = 0.5 and γ = 0.06315. The probability that the provirus will survive and remain in the
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same pseudo provirus stage is computed as θ3 = 0.5(1− γ) = 0.43685, where 0.5 is the stage

specific survival [4].
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