G0:0016757
transferase activity,
transferring glycosyl

groups
10/52|203/10928 (4.92e-6)

\/

G0:0016758
transferase activity,
transferring hexosyl

groups
9/52 | 156/10928 (6.15e-6)

v

G0:0000030
mannosyltransferase
activity
5/52170/10928 (0.00131)

\/

G0:0000009
alpha-1,6-mannosyltransferase
activity
2/5212/10928 (0.0469)

G0:0016740 )
transferase activity

20/52|1412/10928 (0.000278)

\/ A
G0:0016746 G0:0016788
transferase activity, hydrolase activity,
transferring acyl groups acting on ester bonds

\/

G0:0046912 »
transferase activity, .
transferring acyl groups, I(iap(; §%0a1c6ti2v9it8y

acyl groups converted
into alkyl on transfer 52 || 2l (LhEs )

3/52118/10928 (0.00429)

» \j
G0:0004620 G0:0052689
phospholipase activity e

hydrolase activit
242 || 2O (L) 3/52 |y59/10928 (0.0745)

4 »

G0:0004622
lysophospholipase
activity
3/52110/10928 (0.000877)

>

G0:0016787
hydrolase activity

»

G0:0016798
hydrolase activity,
acting on glycosyl bonds
7/521109/10928 (7.39e-5)

v

G0:0004553
hydrolase activity,
hydrolyzing O-glycosyl
compounds
7/52|89/10928 (2.18e-5)

v

G0:0015926
glucosidase activity
6/52|40/10928 (4.92e-6)

\/

G0:0004558
alpha-glucosidase
activity
5/52113/10928 (8.55e-7)

4

G0:0016810
hydrolase activity,
acting on carbon-nitrogen
(but not peptide) bonds

\/

G0:0016811
hydrolase activity,
acting on carbon-nitrogen
(but not peptide) bonds,
in linear amides

\/

G0:0004067
asparaginase activity
2/52|7/10928 (0.018)

A

G0:0003824
catalytic activity
47/52 |4193/10928 (3.77e-12)

\/

G0:0016491
oxidoreductase activity
9/52 | 602/10928 (0.0559)

A

4 4
G0:0016667
oxidoreductase activity,
acting on a sulfur group
of donors

G0:0016651
oxidoreductase activity,
acting on NADH or NADPH

4 »

G0:0016668
oxidoreductase activity,
acting on a sulfur group

of donors, NAD or NADP as
acceptor
2/52|16/10928 (0.071)

G0:0003674
molecular_function

G0:0016829
lyase activity

<

G0:0016830
carbon-carbon lyase
activity
4/52 | 65/10928 (0.011)

\/

G0:0016831
carboxy-lyase activity
4/52 |46/10928 (0.00372)

\/

G0:0004737
pyruvate decarboxylase
activity
2/52|7/10928 (0.018)

A

G0:0005488
binding

\/ '
G0:0048037
cofactor binding
10/52|328/10928 (0.000251)

G0:0036094
small molecule binding

\/ \/

G0:0050662 G0:0019842
coenzyme binding vitamin binding
9/52|209/10928 (5.43e-5) 4/52|136/10928 (0.0987)

4 4

G0:0030976
thiamine pyrophosphate
binding
3/52|15/10928 (0.00274)



